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3 <110> APPLICANT: Morell, Matthew 

4 Li, Zhongyi 

5 Rahman, Sadequr 

6 Appels, Rudolph 

8 <120> TITLE OF INVENTION: Genes Encoding Wheat Starch Synthases and Uses Therefor 
10 <130> FILE REFERENCE: 127-01 

12 <140> CURRENT APPLICATION NUMBER: US/10/018,- 418 

13 <141> CURRENT FILING DATE: 2001-10-29 

15 <150> PRIOR APPLICATION NUMBER: PCT AUOO/00385 

16 <151> PRIOR FILING DATE: 2000-04-28 i-> f— PN 

18 <150> PRIOR APPLICATION NUMBER: AU PQ0052/99 F T E R £ D 

19 <151> PRIOR FILING DATE: 1999-04*29 1— ■ U-liy— ln^ 

21 <160> NUMBER OF SEQ ID NOS : 54 
23 <170> SOFTWARE: Patentin Ver. 2.0 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 2939 

27 <212> TYPE: DNA 

28 <213> ORGANISM: Triticum aestivum 

30 <220> FEATURE: 

31 <221> NAME/KEY: CDS 

32 <222> LOCATION: (176) .. (2569) 
34 <400> SEQUENCE: 1 

3 5 atttcctcgg cctgaccccg tgcgtttacc ccacacagag cacactccag tccagtccag 60 
37 cccactgccg cgctactccc cactcccact gccaccacct ccgcctgcgc cgcgctctgg 120 
39 gcggaccaac ccgcgcatcg tatcacgatc acccaccccg atcccggccg ccgcc atg 178 
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249 tgttacaggt atatgggaat gttgttaaet tggtattgta atttgttatg ttgtgtgcat 2819 
251 tattacagag ggcaacgatc tgcgccggeg caceggceca actgttgggc cggtegcaca 2879 
253 gcagccgttg gatecgaceg ectgggcegt tggatcccac egaaaaaaaa aaaaaaaaaa 2939 

256 <210> SEQ ID NO: 2 

257 <211> LENGTH: 798 

258 <212> TYPE: PRT 

259 <213> ORGANISM: Triticum aestivum 

261 <400> SEQUENCE: 2 

262 Met Ser Ser Ala Val Ala Ser Ala Ala Ser Phe Leu Ala Leu Ala Ser 

263 15 10 15 

265 Ala Ser Pro Gly Arg Ser Arg Arg Arg Thr Arg Val Ser Ala Ser Pro 

266 20 25 30 

268 Pro His Thr Gly Ala Gly Arg Leu His Trp Pro Pro Ser Pro Pro Gin 

269 35 40 45 
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271 


Arg 


Thr 


Ala 


Arg 


Asp 


Gly 


Ala 


Val 


Ala 


Ala 


Arg 


Ala 


Ala 


Gly 


Lys 


Lys 


272 


50 










55 










60 










274 


Asp Ala Gly 


He 


Asp 


Asp 


Ala 


Ala 


Pro 


Ala 


Arg 


Gin 


Pro 


Arg 


Ala 


Leu 


275 


65 










70 










75 










80 


277 


Arg Gly Gly Ala 


Ala 


Thr 


Lys 


val 


Ala 


Glu 


Arg 


Arg 


Asp 


Pro 


Val 


Lys 


278 










85 










90 










95 




280 


Thr 


Leu 


Asp 


Arg 


Asp 


Ala 


Ala 


Glu 


Gly Gly Ala 


Pro 


Ser 


Pro 


Pro 


Ala 


281 








100 










105 










110 






283 


Pro 


Arg 


Gin 


Glu 


Asp 


Ala 


Arg 


Leu 


Pro 


Ser 


Met 


Asn 


Gly 


Met 


Pro 


Val 


284 




115 










120 










125 








286 


Asn Gly Glu Asn 


Lys 


Ser 


Thr 


Gly 


Gly Gly Gly 


Ala 


Thr 


Lys 


Asp 


Ser 


287 




130 










135 










140 










289 


Gly 


Leu 


Pro 


Ala 


Pro 


Ala 


Arg 


Ala 


Pro 


Gin 


Pro 


Ser 


Ser 


Gin 


Asn 


Arg 


290 


145 










150 










155 










160 


292 


Val 


Pro 


Val 


Asn 


Gly Glu 


Asn 


Lys 


Ala 


Asn 


Val 


Ala 


Ser 


Pro 


Pro 


Thr 


293 










165 










170 










175 




295 


Ser 


lie 


Ala 


Glu 


Val 


Ala 


Ala 


Pro 


Asp 


Pro 


Ala 


Ala 


Thr 


He 


Ser 


He 


296 








180 










185 










190 






298 


Ser Asp 


Lys 


Ala 


Pro 


Glu 


Ser 


Val 


Val 


Pro 


Ala 


Glu 


Lys 


Ala 


Pro 


Pro 


299 






195 










200 










205 








301 


Ser 


Ser Gly Ser 


Asn 


Phe 


Val 


Pro 


Ser 


Ala 


Ser 


Ala 


Pro 


Gly Ser 


Asp 


302 




210 










215 










220 










304 


Thr 


Val 


Ser 


Asp 


Val 


Glu 


Leu 


Glu 


Leu 


Lys 


Lys 


Gly Ala 


Val 


He 


Val 


305 


225 








230 










235 










240 


307 


Lys 


Glu 


Ala 


Pro 


Asn 


Pro 


Lys 


Ala 


Leu 


Ser 


Pro 


Pro 


Ala 


Ala 


Pro 


Ala 


308 








245 










250 










255 




310 


Val 


Gin 


Gin 


Asp 


Leu 


Trp 


Asp 


Phe 


Lys 


Lys 


Tyr 


He 


Gly 


Phe 


Glu 


Glu 


311 








260 










265 










270 






313 


Pro 


Val 


Glu 


Ala 


Lys 


Asp 


Asp 


Gly 


Arg 


Ala 


Val 


Ala 


Asp 


Asp 


Ala 


Gly 


314 






275 










280 










285 








316 


Ser 


Phe 


Glu 


His 


His 


Gin 


Asn 


His 


Asp 


Ser Gly 


Pro 


Leu 


Ala Gly 


Glu 


317 




290 










295 










300 










319 


Asn 


Val 


Met 


Asn 


Val 


Val 


Val 


Val 


Ala 


Ala 


Glu 


Cys 


Ser 


Pro 


Trp 


Cys 


320 


305 










310 










315 










320 


322 


Lys 


Thr Gly 


Gly 


Leu Gly Asp 


Val 


Ala Gly Ala 


Leu 


Pro 


Lys 


Ala 


Leu 


323 








325 










330 










335 




325 


Ala 


Lys 


Arg 


Gly 


His 


Arg 


Val 


Met 


Val 


Val 


Val 


Pro 


Arg 


Tyr Gly 


Asp 


326 






340 










345 










350 






328 


Tyr 


Glu 


Glu 


Ala 


Tyr 


Asp 


Val 


Gly 


val 


Arg 


Lys 


Tyr 


Tyr 


Lys 


Ala 


Ala 


329 




355 










360 










365 








331 


Gly 


Gin 


Asp 


Met 


Glu 


Val 


Asn 


Tyr 


Phe 


His 


Ala 


Tyr 


He 


Asp 


Gly 


Val 


332 


370 










375 










380 










334 


Asp 


Phe 


Val 


Phe 


He 


Asp 


Ala 


Pro 


Leu 


Phe 


Arg 


His 


Arg 


Gin 


Glu 


Asp 


335 


385 










390 










395 










400 


337 


lie Tyr Gly Gly 


Ser 


Arg 


Gin 


Glu 


He 


Met 


Lys 


Arg 


Met 


He 


Leu 


Phe 


338 










405 










410 










415 




340 


Cys 


Lys 


Ala 


Ala 


Val 


Glu 


Val 


Pro 


Trp 


His 


Val 


Pro 


Cys 


Gly Gly 


Val 


341 




420 










425 










430 






343 


Pro 


Tyr 


Gly Asp 


Gly Asn 


Leu 


Val 


Phe 


He 


Ala 


Asn 


Asp 


Trp 


His 


Thr 
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L:12 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:1910 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 
L:2088 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 10 
L:3664 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:53 
L:3686 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 54 
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